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Advances in Adipose Secretomics’  YAN Xiao-Hong WANG Ning” ( Key Laboratory of Chicken Genet—
ics and Breeding Ministry of Agriculture and Rural Affairs; College of Animal Science and Technology
Northeast Agricultural University Harbin 150030 China)

Abstract Secreted proteins are a large class of proteins secreted from the cells and involve various im—
portant biological processes including signal transductions cell proliferation differentiation and apopto—
sis. The total proteins secreted from cells tissues organs or organisms are referred to as secretome. Adi—
pose tissue which was once considered as a simple energy storage depot now is recognized as the largest
endocrine organ which secretes a number of hormones cytokines growth factors collectively called ad—
ipokines. Adipokines exert crucial roles in various physiological and pathological processes. With the de—
velopment of proteomics technology in recent years adipose secretome has been one of the research hot
spots in the field of adipose biology obesity and its comorbidities. In this review we briefly describe
bioinformatics and proteomics strategies to decipher the secretome summarize the progress in the secre—
tomics of adipose-derived stem cells preadipocytes adipocytes and three types of adipose tissues
( white brown and beige adipose tissues) and lastly discuss the challenges and future trends in adipose
secretomics.
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