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Research Progress of N°—methyladenosine RNA Modification
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Abstract: N—methyladenosine (m°A) RNA modification is an important epigenetic modifcation and plays crucial
roles in stem cell fate determination, spermatogenesis, muscle development, fat deposition and human tumorigenesis. The
key role of m°A methylation is the regulation of gene expression, and m°A methylation is one of several epigenetic
mechanisms that cells use to regulate gene expression. This review focuses on recent advances of the mechanisms of
m°A regulating gene expression and biological function mediated by m°A, and discusses the ongoing trends and future
research directions of m°’A RNA methylation.
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