@ ?ﬂ&@ 2016 4% 38 &2 8 #A China Poultry Vol.38,No.8.2016

doi: 10.16372/).issn.1004-6364.2016.08.002

X8 FABP2 3 B 4R 5 4 K
Fo R 20 BRI 69 A8 £ A

(E N NI B S 1y 114 o e~ e S
(AR LK FHHAFERFR, RALFB T EFAELLET,
ERIIEEBSGEFRAMEEFTA LA T E LT, ZLAIITARE  150030)

AR FABP2 LB % A5 M3t 138 & K Fa R 40 s P IR 69 %5 v, A AR B R Ak X
FF, TR BEAR KA A, 22 FABP2 KW 3 /4~ % A AL % (c.601A>ST, ¢.1018C>T Fo
¢.3267G>A ) ) A K i 3 B HOE AT . B T AT B JE] 3 (MALDI-TOF-MS) 7 i i 47 25 B AL
SHT, AR 3 % A B R R RS B A AR S5 AT R4S A 528 A K e R4 MR 1
M EPE, %R FABP2 B 3/ % A WAL S M AW B R 352 2~12 R E RE KA
4 B3R KA B EHa(P<0.05); 584 10 AR 368K T E T I E BEEA
—Z %A (P<0.2) ., Wbl Frarb ik & B 38k 6 QTL T fefx T 2 A KA,
ACG BAF R A SR T Ao B RO IR 09 A F) A4S

Ao 17 TR By B8R 45 A& (FABPR) ; 42 R K& B3k

S831.2 A 1004-6364(2016)08-05-05

Association of Haplotypes of FABP2 Gene with Growth and
Body Composition Traits in Chickens
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Abstract: This study aimed to investigate the effects of polymorphisms of FABP2 gene on growth and body composition
traits in broiler chickens. MALDI-TOF-MS method was used to detect the polymorphisms of FABP2 gene and the
genotypes of 3 SNPs (c.601A>T, c.1018C>T and ¢.3267G>A) were obtained in Northeast Agricultural University F,
resource population. Haplotypes were constructed using their genotypes,and the association analysis between the haplotypes

and the growth and body composition traits was performed. The association analysis showed that haplotypes were significantly
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associated with body weight (BW) at 6 to 12 weeks of age,keel length (Kel.) and metatarsus length (MeL) at 4 weeks of

age (P<0.05),and suggestively significantly associated with metatarsus length (MeL) at 8 to 10 weeks of age,metatarsus
circumference (MeC) , chest width (ChWi) , abdominal fat percentage (AFP),shank bone length (ShL) in chickens (P<0.2).
Therefore, it was concluded that the QTL affecting growth and development of body weight and skeleton traits in chickens
might reside in the haplotype region and ACG might be favorite haplotype for improving body weight and skeleton

traits in chickens.
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1 FABP2
AR LIRS
ACA 0.3213
ACG 0.1967
ATA 0.4039
GCG 0.0781

U530 A KRR L B R AR DG o B 2 SR e 1,
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iE:P<0.05 2 £ F BH;P<O2 R FH—E A,

3 FABP2

PER ACA(214) ATA(131) ACG(269) GCG(52)

2 A AT (g) 166.24+2.17" 171.90+2.47* 170.77+2.47° 168.12+3.40"
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