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Identification of TP53INP1 as a targets gene of chicken miR—20a/wanG
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WANG Shouzhi, LI Hui (Key Laboratory of Chicken Genetics and Breeding, Ministry of Agriculture,
School of Animal Sciences and Technology, Northeast Agricultural University, Harbin 150030, China)

Abstract: The previous studies showed that overexpression of miR-17-92 cluster promoted the
chicken preadipocyte proliferation, however, the underlying molecular mechanism remains unclear.
Bioinformatics analysis found that TP53INP1 was a potential target gene of miR- 17- 5p and miR-20a
encoded by the miR-17-92 cluster. In the present study, we verified this bioinformatics analysis result using a
luciferase reporter assay and miRNA overexpression and knockdown. The results showed that miR-17-92
cluster significantly decreased TP53INP1 3" UTR luciferase reporter activity; transfection of miR-20a inhibitor
significantly decreased TP53INP1 3" UTR luciferase reporter activity. Real-time RT-PCR expression analysis
showed that transfection of miR-20a inhibitor increased the endogenous TP53INP1 expression in DF1cells
and immortalized chicken preadipocytes. Taken together, these data suggest that TP53INP1 is a target gene
of miR-20a.
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Name Sequence Site
TP53INP1- P1-F 5' CCTCGAGGTGGACACTTAAAGGCGAAAA 3 Xho 1
TP53INP1-P1-R 5'TTGCGGCCGCAAACAGACGCAAGACTGGAGAA 3' Not 1

TPS3INP1-R1-F
TPS3INPI-RI-R
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Fig.1 Homology analysis of TP53INP1 3' UTR
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Fig. 2 Predicted miRNA binding sites of miR—-17-92 cluster in chicken 7P53INP1 3' UTR
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Fig.4 Effect of miR-17-92 cluster overexpression on
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