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Abstract The rose—comb fishy taint and dwarf traits are genetically controlled by three different genes homeodomain
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protein  MNR2 flavin containing monooxygenase 3 FMO3 and growth hormone receptor GHR respectively. The aim of
this study was to evaluate the allele frequency distribution of these three genes in Lindian chicken population
respectively. The genotypes of MNR2 FMO3 and GHR genes were checked directly by PCR which showed that all
birds with the rose-—comb phenotype were of the RS genotype for MNR2 gene. The FMO3 genotype was detected by
PCR and electrophoresis. The results showed that 25.4% of Lindian chickens had the ¢.984A>T mutation for FMO3
gene where genotypes TT and AT accounted for 4.3% and 42.2% respectively. And the 1.7 kb deletion mutations
c.1744_3516 del was not detected in 10th exon and 3'UTR of GHR gene affected dwarf traits. By tracing the pedigree
relationship of all experimental birds it was proved that the alleles of MNR2 FMO3 and GHR genes were transmitted
consistently with previously reported results.
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