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Effect of HPV-16 E6 and E7 oncogenes on chicken preadipocyte pro—
liferation/WANG Ning, YU Yingying, WANG Shanshan, QIAO Shupei, WANG Wei, YAN Xiaohong,
LI Hui(Key Laboratory of Chicken Genetics and Breeding, Ministry of Agriculture, Key Laboratory of
Animal Genetics, Breeding and Reproduction, Education Department of Heilongjiang Province,
School of Animal Science and Technology, Northeast Agricultural University, Harbin 150030, China)

Abstract: Human papillomavirus type 16 E6 and E7 oncogenes are widely used in the estab-
lishment of immortalized mammalian cells, but it is unclear whether E6 and E7 oncogenes can used for
immortalizing chicken cells. In the present study, HPV-16 E6 and E7 genes were cloned and inserted

into the retroviral expression vectors. E6 and E7 retroviral expression vectors were packaged into

infectious virus particles, respectively. The primary chicken preadipocytes were infected by the retro-

viruses expressing E6 and E7, respectively. The proliferation of chicken preadipocytes was detected by

MTT assay. The results showed that E7 gene significantly promoted chicken preadipocyte proliferation

compared with the control group, but E6 gene had no obvious effect on chicken preadipocyte

proliferation. Our findings lay the foundation for chicken cell immortalization by E6 and E7 gene.
Key words: chicken; HPV; E6; E7; cell proliferation
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