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The Transcriptional Activity of L-FABP Promoter Regulated by Transcription Factors C/EBP«a, KLF2,
KLF3, KLF7, and PPAR« in Chicken

HE Qi', SHI Hong-yan', WANG Hai-xia', GAO Guang-liang"?, WANG Qi-gui"*, LI Hui"
(1. Key Laboratory of Chicken Genetics and Breeding, Ministry of Agriculture, Harbin 150030, China;
Key Laboratory of Animal Genetics, Breeding and Reproduction, Education Department of Heilongjiang Province,
College of Animal Science and Technology, Northeast Agricultural University, Heilongjiang Harbin 150030, China;
2. Chongqing Academy of Animal Science, Chongging 402460, China)

Abstract: As an important member of the fatty acid binding protein (FABP) family, L-FABP plays important roles in
the translocation of saturated fatty acid, unsaturated fatty acid, cholesterol, bile acid, ect. In mammals, certain
progresses were made on the regulatory mechanism of L—FA BP transcriptional activities. However, it is rarely reported
in avian species. In order to investigate the regulatory mechanism of L —FABP gene transcription in chicken, we
cotransfected C/EBPo, KLF2, KLF3, KLF7, PPARa and examined their individual effects on L —FABP promoter
activity, using a routine Luciferase report gene method in the human hepatocellular carcinoma cell line, HEPG2. The
expression of L—FABP was significantly repressed by C/EBPa, but significantly promoted by KLF2, KLF3, KLF7 and
PPAR«, respectively. These results will provide a foundation to stimulate further research on the regulatory mechanism
and function of chicken L—FABP gene.
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