D

*ﬂ&’%\ 2014 36 11

China Poultry Vol.36 No.11.2014

IGF-1IR

)

*
150030
F PCR-RFLP  PCR-SSCP
-1 IGF-1IR 130 936 bp 7 2.26636C>T
g.101698A>G ¢.111012C>G g.115412A>C g.115463T>C 2.123900G>A  .130936T>C
Haploview IGF-IR tag SNPs
2.26636C>T g.101698A>G ¢.111012C>G g.115412A>C g.115463T>C IGF-1R
tag SNPs ¢.115463T>C ¢.123900G>A  ¢.130936T>C 3
>0.8  ¢.115463T>C tag SNP tag
SNPs g.115463T>C
6~12 QTL
-1 IGF-1R LD

Association Analysis between Chicken IGF-IR Gene Sequence
Variations and Skeleton Body Weight Traits

WANG Peipei LI Xiaocun LENG Li WANG Shouzhi™ LI Hui™
Key Laboratory of Chicken Genetics and Breeding of Ministry of Agriculture
Key Laboratory of Animal Genetics Breeding and Reproduction of
Education Department of Heilongjiang Province
College of Animal Science and Technology

Northeast Agricultural University Harbin Heilongjiang 150030

Abstract PCR-RFLP and PCR-SSCP were used to detect the seven polymorphisms of insulin-like growth factor 1
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receptor [GF— IR gene g26636C>T g.101698A>G g.111012C>G  g.115412A>C  ¢.115463T>C  ¢.123900G>A  and
2.130936T>C in Northeast agricultural university F, resource population. The haplotype block and tag SNPs were detected
by the software of Haploview. The tag SNPs of IGF-IR gene were g.26636C>T g.101698A>G g.111012C>G g.115412A>C
and g.115463T>C. The polymorphisms of ¢.115463T>C ¢.123900C>T and g.130936T>C were in strong linkage
disequilibrium LD and formed a haplotype block >0.8 and g.115463T>C was the tag SNP of haplotype block.
Association analysis indicated that g.115463T>C was significantly related to the majority of skeleton and body weight
traits in chickens. The correlations revealed that the region of haplotype block or downstream region of IGF—IR gene
might exit QTL which had an important influence on growth and development of skeleton and body weight in 6 to 12
weeks age chicken.
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926636C>T  gl01698ASG  gl111012C5G g 11541245C ¢ 115463T>C 2.123900G>A 130936 T>C
P P P P P P P
6 NS' NS NS NS 0.1282 0.1815 0.1838
7 NS NS NS NS 0.0699 0.1072 0.0761
8 0.0988 NS 0.0730 NS 0.0683 0.0783 0.0454
9 NS NS NS NS 0.0387 0.0697 0.0556
10 NS NS 0.1900 NS 0.0266 0.0552 0.0309
11 NS NS NS NS 0.0382 0.0560 0.0444
12 NS NS NS NS 0.0491 0.0778 0.0579
6 NS 0.0748 NS NS 0.0657 0.1815 0.0115
8 NS NS NS NS 0.0714 NS 0.0047
8 NS 0.0696 0.1289 0.1068 NS 0.0250 0.1084
12 NS NS NS NS 0.0391 0.0548 0.0106
12 NS NS NS NS 0.0164 0.0007 0.0010
NS NS NS NS 0.0743 0.0013 NS
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NS NS NS NS 0.0404 0.0412 NS
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