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The Effect of A-FABP Gene Overexpression or Knockdown on the Expression of
PPARY, perilipin and E-FABP in Chicken Adipocytes

ZHANG Qing-qiu'*, SHI Hui"?, WANG Yu-xiang"*, LI Hui"** , WANG Qrgui'"**
(1. Key Laboratory of Chicken Genetics and Breeding , Ministry o f Agriculture , Harbin 150030,
China; 2. College of Animal Science and Technology , Northeast Agricultural University ,
Harbin 150030, China)

Abstract: This study was designed to investigate the role of chicken A-FABP gene in lipid metab-
olism of adipocytes and the regulation relationship between A-FABP gene and the genes related
to lipid metabolism. The shRNA interference vector with A-FABP gene and eukaryotic expres-
sion vector were used. Chicken adipocytes with short hairpin RNA-mediated knockdown and
A-FABP cDNA overexpression were used. The genes expression level in chicken adipocytes were
detected at 24, 36, 48, 60 and 72 h after transfection with the interference and overexpression
plasmids of A-FABP. The results showed that the expression levels of PPARY and perilipin
genes were downregulated at 24 and 36 h and upregulated at 48 h in the A-FABP interference
group. The expression levels of E-FABP genes was downregulated at 48 and 72 h in the A-FABP
interference group. The expression levels of PPARy and perilipin genes were upregulated at 24
and 36 h and downregulated at 48 h in the A-FABP overexpression group. The expression levels
of E-FABP genes was downregulated at all detected time pionts in the A-FABP overexpression
group. These results indicated that A-FABP might affect expression of PPARYy, perilipin and
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E-FABP in chicken adipocytes.
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1 Realtime PCR
Table 1 Gene-specific primers used for Real-time PCR
Gene GenBank Accession No. (5'-3") Primer sequence
FAS NM205155 F. AAGGAGGAAGTCAACGG
R: TTGATGGTGAGGAGTCG
F. TTCCTACCAAGACTCCCTAT
ACC NM205505
R: GGTTTCTACGGCAACTACTC
LPL NM205282 F. GGTCCGGGCCATGTTGA
R: CAGGTTGGTGCGGGTGA
PPAR AF163811 F. TACATAAAGTCCTTCCCGCTGACC
Ve
R: TCCAGTGCGTTGAACTTCACAGC
o F. GGGGTGACTGGCGGTTGTA
peritipin M 00TEZTAS9 R: GCCGTAGAGGTTGGCGTAG
ATGI EU240627 F. TCTACTGTGGGCTGATACCT
. R: GTGGAACTGTCTCGTGGG
. B1394974 F. CAAATGGTGCCTGGTCTC
R: CAGTCTTCTTGCCATCCC'
GAPDH KO1458 F. AGAACATCATCCCAGCGT
R. AGCCTTCACTACCCTCTTG
B B Foke T4 A-FABP «C D, ’
A-FABP 24.36,48.60 72 h
24h s A-FABP
36h GAPDH SULEE
% 25F
=2
48h =
< 10F *
60 h
FEmtEl/m Time
D < - ok =
e ———— o
<«— GAPDH * . Means differ significantly (P<C0. 05); % *. Means
highly differ significantly (P<C0. 01). The same as be-
1 A-FABP low
Fig. 1 Analysis of interference effect of A-FABP 2 A-FABP
Fig. 2 Analysis of expression level of A-FABP
2.3 A-FABP

Western blot
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Fig. 3 Analysis of expression levels of genes related to lipid metabolism
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Fig. 6 Analysis of expression levels of genes related to lipid metabolism
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