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Epistasis and its genetic influence on phenotype shaping of complex
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Abstract: Epistasis was first introduced into genetics by Bateson in 1909. The genetic interpretation of
epistasis by Fisher in 1918 was generally defined as the interaction between two or more allele on different loci to
influence a single trait. The factors participated in the mechanism of phenotype shaping in domestic animals are
very complex. It often involvea the additive effect, dominant effect of the single locus, and the epistatic effect
caused by the interaction among the alleles on different loci. The interaction between genes and the environment is
an important factor, too. In recent years, with the rapid development of molecular quantitative genetics and
functional genomics, a lot of theoretical and experimental evidence has been obtained, which could support the
epistatic effect with the fundamentally important influence on the structure and function of genetic pathways of
complex phenotype in domestic animals and the evolutionary dynamics of complex genetic systems. This paper
tried to introduce the concept, and type the research history of epistasis. The genetic influence of epistasis on the
shaping of the complex economic traits in domestic animals was also included. We hope this information could
provide reference for the researchers.
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