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Abstract In this study the Northeast Agricultural University high and low fat NEAUHLF broiler lines were used
as materials. Primers for fatty acid synthase FAS gene were designed according to the database of chicken genomic
sequence. The polymorphisms were detected by DNA sequencing and PCR-LP PCR-SSCP methods. Two polymorphisms
were found A769T and 7 bp Insert/Deletion 1/D at 1418 to 1424 bp. Correlation analysis between the polymorphisms
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of the FAS gene with growth and fatness traits in the population was carried out using the appropriate statistical model.

The results showed that the A769T polymorphism was related to abdominal fat traits the birds with AB genotype had

significant lower P<0.01 abdominal fat weight and abdominal fat percentage than the birds with the AA genotype

P<0.01 . The 7 bp I/D polymorphism was related to the body weight at 7 weeks of age P<0.2

and the birds with

the CD genotype had much higher body weight than the birds with the CC genotype. From these results it concluded

that polymorphisms found in FAS gene could be or link to a major gene that affected growth and fatness traits in

chickens.
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