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Activity analysis of chicken liver fatty binding protein gene promoter
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Abstract; The objective of this study was to analyze the promoter structure and activity of the chicken liver fatty
binding protein(L-FABP) gene. The 5'flanking 2 kb of chicken L-FABP gene was amplified by PCR, cloned and se-
quenced. A series of recombination plasmids of L-FABP gene were constructed and transiently transfected into hu-
man hepatoma cell line 2(HEPG2). Then their luciferase activity was measured by dual luciferase reporter gene assay
system. Bioinformatics analysis revealed that the chicken L-FABP gene promoter fragment included HNF-1,SREBP-
1,AP-1,C/EBP,Oct-1, TATA,CCAAT,GATA-1 and other regulatory elements binding sites and the gene promoter
region can not find CpG islands. The activity of the promoter region analysis by luciferase reporter assays demonstra-
ted that promoter region(—2 076 bp/—20 bp) was strongest promoter activity and the promoter region(—522 bp/
—20 bp) was worse,and C/EBPq« could repress the chicken L-FABP gene expression. This study will provide the
foundation for in-depth study on the chicken I-FABP gene expression regulation mechanism.
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